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The results of this screening will inform further biochemistry-based
attempts to determine the mechanism of adsorption. This
potentially leads to developing a competitive inhibitor that acts t0
limit Stx-phage dissemination within the gut by interfering with
adsorption, thereby reducing the severity of disease symptoms and
improving prognosis for infected patients.

Separately, as phage-susceptible species can survive in aquatic
environmentsz, the potential for a modified b24, tail to be used as
the base of a simple colour-change test to detect such species in
groundwater sources may also be a viable research avenue in the

future.
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mA homologues from seven species (top to bottom: s. flexneri, S. sonnei, E. coli strain
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[right] The predicted structure of E. coli BamA from Noinai et al. (2013)
structure with labels colour-matched to the boxes from the left.
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