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Selected Publications from 2019 
The Centre for Genomics Research has contributed to project design, method 
development/optimisation, data generation or analysis for the following publications: 

• Blow, F., Gioti, A., Goodhead, I.B., Kalyva, M., Kampouraki, A., Vontas, J., Darby, 
A.C. Functional genomics of a symbiotic community: shared traits in the olive fruit fly gut 
microbiota. Microbiol. Mol. Rev. (2019). 

• Giannoudis, Athina, Kim Clarke, Rasheed Zakaria, Damir Varešlija, Mosavar Farahani, Lucille 
Rainbow, Angela Platt-Higgins et al. "A novel panel of differentially-expressed microRNAs in 
breast cancer brain metastasis may predict patient survival." Scientific Reports 9, no. 1 (2019): 
1-11. 

• Hope, W., Stone, N.R.H., Johnson, A., McEntee, L., Farrington, N., Santoro-Castelazo, A., Liu, 
X., Lucaci, A., Hughes, M., Oliver, J.D, Glamberardino, C., Mfinanga, S., Harrison, T.S., Perfect, 
J.R., Bicanic, T.  Fluconazole Monotherapy is a Suboptimal Option for Initial Treatment of 
Cryptococcal Meningitis because of Emergence of Resistance.  American Society for 
Microbiology (2019). 

• Pascoal, S., Risse, J.E., Zhang, X., Blaxter, M., Cezard, T., Challis, R.J., Gharbi, K., et al. Field 
cricket genome reveals the footprint of recent, abrupt adaptation in the wild.  Evolution 
Letters (2019). 

• Larke-Mejia, N.L., Crombie, A., Pratscher, J., McGenity, T.J., Murrell, C. Novel Isoprene-
Degrading Proteobacteria from Soil and Leaves Identified by Cultivation and Metagenomics 
Analysis of Stable Isotope Probing Experiments. Frontiers in Microbiology (2019). 

• Hicham, H., Puckelwaldt, O., Strube, C., Haeberlein, S. Reference gene analysis and its use for 
kinase expression profiling in Fasciola hepatica. Scientific Reports (2019). 

• George, P.B.L., Creer, S., Griffiths, R.I., Emmett, B.A., Robinson, D.A., Jones, D.L. Primer and 
Database Choice affect Fungal Functional but not Biological Diversity Findings in a National 
Soil Survey. Frontiers in Environmental Science (2019). 

• Solano-Gonzalez, S., Darby, A.C., Cossar, D., Caddick, M.X. High-Quality Draft Genome 
Sequence and Annotation of the Basidiomycete Yeast Sporisorium graminicola CBS10092, a 
Producer of Mannosylerythritol Lipids. American Society for Microbiology (2019). 

• Van De Wijgert, J., Gill., A.C., Chikandiwa, A., Verwjs, M., Kelly, H., Omar, T., Delany-
Moretlwe, S., Segondy, M., Francis, S., Darby, A.C., Mayaud, P.  Human papillomavirus 
infection and cervical dysplasia in HIV-positive women.  AIDS (2019). 

http://usir.salford.ac.uk/id/eprint/56196/1/evz258.pdf
http://usir.salford.ac.uk/id/eprint/56196/1/evz258.pdf
https://www.nature.com/articles/s41598-019-55084-z
https://www.nature.com/articles/s41598-019-55084-z
https://mbio.asm.org/content/mbio/10/6/e02575-19.full.pdf
https://mbio.asm.org/content/mbio/10/6/e02575-19.full.pdf
https://onlinelibrary.wiley.com/doi/full/10.1002/evl3.148
https://onlinelibrary.wiley.com/doi/full/10.1002/evl3.148
https://www.frontiersin.org/articles/10.3389/fmicb.2019.02700/full
https://www.frontiersin.org/articles/10.3389/fmicb.2019.02700/full
https://www.frontiersin.org/articles/10.3389/fmicb.2019.02700/full
https://www.nature.com/articles/s41598-019-52416-x
https://www.nature.com/articles/s41598-019-52416-x
https://www.frontiersin.org/articles/10.3389/fenvs.2019.00173/full
https://www.frontiersin.org/articles/10.3389/fenvs.2019.00173/full
https://www.frontiersin.org/articles/10.3389/fenvs.2019.00173/full
https://mra.asm.org/content/ga/8/42/e00479-19.full.pdf
https://mra.asm.org/content/ga/8/42/e00479-19.full.pdf
https://mra.asm.org/content/ga/8/42/e00479-19.full.pdf
https://journals.lww.com/aidsonline/Abstract/publishahead/Human_papillomavirus_infection_and_cervical.96828.aspx
https://journals.lww.com/aidsonline/Abstract/publishahead/Human_papillomavirus_infection_and_cervical.96828.aspx
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• McIntyre, K.M., Bolton, F.J., Christley, R.M., Cleary, Deja, E., Durie, A.E., Diggle, P.J., Hughes, 
D.A., de Lusignan, S., Orton, L., Radford, A.D., Elliott, A.J., Smith, G.E., Snape, D.A., Stanistret, 
D., Vivancos, R., Winstanley, C., O'Brien, S.  A Fully Integrated Real-Time Detection, Diagnosis 
and Control of Community Diarrheal Disease Clusters and Outbreaks (the INTEGRATE Project): 
Protocol for an Enhanced Surveillance System.  JMIR Publications (2019). 

• Lilley, T.M., Prokkola, J.M., Blomberg, A.S., Paterson, S., Johnson, J.S., Turner, G.G., 
Bartonicka, T., Bachorec, E., Reeder, D.M., Field, K.A. Resistence is futile: RNA-sequencing 
reveals differing responses to bat fungal pathogen in Nearctic Myotic lucifugus and 
Palearctic Myotis myotis. Oecologia (2019). 

• Van De Wijgert, J., Gill, A., Darby, A.C., Kelly, H., Chikandiwa, A., Delaney-Moretlwe, S., 
Verwjs, M., Francis, S., Mayaud, P. Associations of the Vaginal Microbiota with HPV Infection 
and Cervical Dysplasia in South African Women Living with HIV.  Sex Transm Infect (2019). 

• Jones, H.J., Krober, E., Stephenson, J., Mausz, M.A., Jameson, E., Millard, A., Purdy, K.J., Chen, 
Y.  A new family of uncultivated bacteria involved in methanogenesis from the ubiquitous 
osmolyte glycine betaine in coastal saltmarsh sediments. Microbiome (2019). 

• Culbert, N.J., Gilles, J.R.L., Bouyer, J. Investigating the impact of chilling temperature on 
male Aedes aegypti and Aedes albopictus survival. PLOS ONE (2019). 

• Saba, R., Kitajima, K., Rainbow, L., Engert, S., Uemura, M., Ishida, H., Kokkinopoulos, I., 
Shintani, Y., Miyagawa, S., Kanai, Y., Kanai-Azuma, M., Koopman, P., Meno, C., Kenny, J., 
Lickert, H., Saga, Y., Suzuki, K., Sawa, Y., Yashiro, K. Endocardium differentiation 
through Sox17 expression in endocardium precursor cells regulates heart development in 
mice. Scientific Reports (2019).  

• Esemu, S.N., Dong, X., Kfusi, A.J., Hartley, C.S., Ndip, R.N., Ndip, L.M., Darby, A.C., Post, R.J., 
Makepeace, B.L. Aquatic Hemiptera in Southwest Cameroon: Biodiversity of Potential 
Reservoirs of Mycobacterium ulcerans and Multiple Wolbachia Sequence Types Revealed by 
Metagenomics.  Preprints (2019). 

• Hardwick, K.M., Ojwang, A.M.E., Stomeo, F., Maina, S., Bichang, G., Calatayud, P-A., Filee, J., 
Djikeng, A., Miller, C., Cepko, L., Darby, A.C., Le Ru, B., Schaack, S. Draft Genome of Busseola 
fusca, the Maize Stalk Borer, a Major Crop Pest in Sub-Saharan Africa. Genome Biol. 
Evol. (2019). 

• Griffiths, S.M., Antwis, R.E., Lenzi, L., Lucaci, A., Behringer, D.C., Butler IV, M.J., Preziosi, 
R.F. Host genetics and geography influence microbiome composition in the sponge Ircinia 
campana. Journal of Animal Ecology (2019). 

• Verwijs, M.C., Agaba, S.K., Darby, A.C., van de Wijgert, J.H.H.M. Impact of oral metronidazole 
treatment on the vaginal microbiota and correlates of treatment failure. American Journal of 
Obstetrics & Gynecology (2019). 

https://www.researchprotocols.org/2019/9/e13941/
https://www.researchprotocols.org/2019/9/e13941/
https://www.researchprotocols.org/2019/9/e13941/
https://link.springer.com/article/10.1007/s00442-019-04499-6
https://link.springer.com/article/10.1007/s00442-019-04499-6
https://link.springer.com/article/10.1007/s00442-019-04499-6
https://sti.bmj.com/content/sextrans/95/Suppl_1/A352.1.full.pdf
https://sti.bmj.com/content/sextrans/95/Suppl_1/A352.1.full.pdf
https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-019-0732-4
https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-019-0732-4
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0221822
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0221822
https://www.nature.com/articles/s41598-019-48321-y
https://www.nature.com/articles/s41598-019-48321-y
https://www.nature.com/articles/s41598-019-48321-y
https://www.preprints.org/manuscript/201908.0031/v1
https://www.preprints.org/manuscript/201908.0031/v1
https://www.preprints.org/manuscript/201908.0031/v1
https://watermark.silverchair.com/evz166.pdf?token=AQECAHi208BE49Ooan9kkhW_Ercy7Dm3ZL_9Cf3qfKAc485ysgAAAm8wggJrBgkqhkiG9w0BBwagggJcMIICWAIBADCCAlEGCSqGSIb3DQEHATAeBglghkgBZQMEAS4wEQQM-qs5RsqIU5zza1ykAgEQgIICIvobkc43OOLlIc8t1ezcOWGFLFC3bnVIwYAYb72IS9qwDQEppSPpCQdKZnr7P7fAF8tZPq0IAJjAyS8JPBYLO95WVU2KlKBHY5KhO-NfHyrBfXumF6VaJ46dblmcQo94mh8nGLpvjI_S7S-j2b9X4pe7k6rg5D5oLOcT41uX3k8Jx7UGAyUHfNch8-c8OZINkI_HjGnXEj3b-nwFV-UYLMUS3xm5kJBlgFbiNa3_oLV7g9ojQedQVHkNlk5iuwfGxhoiZjyx3X_l6EGCGDKRkYTrUGIr-aYk0Gsd40T6zk26f20AZyALDiUpFj0PEwoOHaBKRAxDbrcF_eIgcyiYKfjsSagGRW_FxxbfR0bZxxkVVTnmtMDnhIJ3pITVipvhXL-vh71a96evRUFk9kGKJbT2NjUmibGk3oGQvupzQmVokPcXviYz_BysapO2gKVLflR8_JuIV9n_zi38zqkvFnDf3vOQJ0Y-MfRQB2GDf2VNcAaoZWnJpk29dgqAnaKb9WdSbMlZ-dFUSijatJ1DztN31DNBOQKzjI8CkWsvVknkCod8rLfHbZtUkPR42jMmsaYfQwyM6qcgaoprmOD17SNknFn81lAfUjm1y43yaM6nVVzXWBNFAV_zewWnl594YCULCbjTW73kLuPvGGrU0YDYbQo5uwIWFWZ200glTRiIEcHKvRfvhihcckAK1mRcFXcxJNVth7JpbRlB-GaBU74cmg
https://watermark.silverchair.com/evz166.pdf?token=AQECAHi208BE49Ooan9kkhW_Ercy7Dm3ZL_9Cf3qfKAc485ysgAAAm8wggJrBgkqhkiG9w0BBwagggJcMIICWAIBADCCAlEGCSqGSIb3DQEHATAeBglghkgBZQMEAS4wEQQM-qs5RsqIU5zza1ykAgEQgIICIvobkc43OOLlIc8t1ezcOWGFLFC3bnVIwYAYb72IS9qwDQEppSPpCQdKZnr7P7fAF8tZPq0IAJjAyS8JPBYLO95WVU2KlKBHY5KhO-NfHyrBfXumF6VaJ46dblmcQo94mh8nGLpvjI_S7S-j2b9X4pe7k6rg5D5oLOcT41uX3k8Jx7UGAyUHfNch8-c8OZINkI_HjGnXEj3b-nwFV-UYLMUS3xm5kJBlgFbiNa3_oLV7g9ojQedQVHkNlk5iuwfGxhoiZjyx3X_l6EGCGDKRkYTrUGIr-aYk0Gsd40T6zk26f20AZyALDiUpFj0PEwoOHaBKRAxDbrcF_eIgcyiYKfjsSagGRW_FxxbfR0bZxxkVVTnmtMDnhIJ3pITVipvhXL-vh71a96evRUFk9kGKJbT2NjUmibGk3oGQvupzQmVokPcXviYz_BysapO2gKVLflR8_JuIV9n_zi38zqkvFnDf3vOQJ0Y-MfRQB2GDf2VNcAaoZWnJpk29dgqAnaKb9WdSbMlZ-dFUSijatJ1DztN31DNBOQKzjI8CkWsvVknkCod8rLfHbZtUkPR42jMmsaYfQwyM6qcgaoprmOD17SNknFn81lAfUjm1y43yaM6nVVzXWBNFAV_zewWnl594YCULCbjTW73kLuPvGGrU0YDYbQo5uwIWFWZ200glTRiIEcHKvRfvhihcckAK1mRcFXcxJNVth7JpbRlB-GaBU74cmg
https://besjournals.onlinelibrary.wiley.com/doi/full/10.1111/1365-2656.13065
https://besjournals.onlinelibrary.wiley.com/doi/full/10.1111/1365-2656.13065
https://www.ajog.org/article/S0002-9378(19)31007-5/fulltext
https://www.ajog.org/article/S0002-9378(19)31007-5/fulltext
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• Frau, A., Kenny, J.G., Lenzi, L., Campbell, B.J., Ijaz, U.Z., Duckworth, C.A., Burkitt, M.D., Hall, 
N., Anson, J., Darby, A.C., Probert, C.S.J. DNA extraction and amplicon production strategies 
deeply influence the outcome of gut mycobiome studies. Scientific Reports (2019). 

• Kelita, K., Noyes, H., Nambala, P., Senga, E., Musaya, J., Kumwenda, B., Bucheton, B., et 
al. Association of APOL1 renal disease risk alleles with Trypanosoma brucei 
rhodesiense infection outcomes in the northern part of Malawi.  PLOS Neglected Tropical 
Diseases (2019). 

• Floyd, J.S., Bloch, K.M., Brody, J.A., Maroteau, C., Siddiqui, M.K., Gregory, R., Carr, D.F., 
Molokhia, M., Liu, X., Bis, J.C., Ahmed, A., Liu, X. Hallberg, P. Pharmacogenics of statin-related 
myopathy: Meta-analysis of rare variants from whole-exome sequencing. PLOS ONE (2019). 

• Kabore, J.W., Camara, O., Ilboudo, H., Capewell, P., Clucas, C., Cooper, A., Kabore, J., Camara, 
M., Jamonneau, V., Hertz-Fowler, C., Belem, A.M.G., Matovu, E., Macleod, A., Sidibe, I., 
Noyes, H., Bucheton, B. Macrophage migrating inibitory factor expression is associated with 
Trypanosoma brucei gambiense infection and is controlled by trans-acting expression 
quantitative trait loci in the Guinean population. Science Direct (2019). 

• Hall, R., Flanagan, L., Bottery, M., Springthorpe, V., Thorpe, S., Darby, A.C., Wood, J., Thomas, 
G.  The Sodalis system and flux balance analysis as a tool for investigating insect-microbe 
interactions and the evolutionof symbioses. Access Microbiology (2019). 

• Wanelik, K.M., Begon, M., Arriero, E., Bradley, J.E., Friberg, I.M., Jackson, J.A., Taylor, C.H., 
Paterson, S. Decomposing variation in immune response in a wild rodent 
population. BioRxiv (2019). 

• Knowles, S.C.L., Eccles, R.M., Baltrunaite, L. Species identity dominates over environment in 
shaping the microbiota of small mammals. Wiley Online Library (2019). 

• Ofon, E., Noyes, H., Ebo'o Eyanga, V., Njiokou, F., Koffi, M., Fogue, P., Hertz-Fowler, C., 
MacLeod, A., Matovu, E.,  Simo. G. Association between IL1 gene polymorphism and human 
African trypanosomiasis in populations of sleeping sickness foci of southern Cameroon.  PLOS 
Neglected Tropical Diseases (2019). 

• Harris, C., Paxton, E., Donachie, A-M., Vaikkinen, H., Lenzi, L., Hertz-Fowler, C., Cobbold, 
C. Application of long read sequencing to determine expressed antigen diversity 
in Trypanosoma brucei infections. PLOS Neglected Tropical Diseases (2019). 

• George, P.B.L., Lallias, D., Creer, S., Seaton, F.M., Kenny, J.G., Eccles, R.M., Griffiths, R.I., et 
al. Divergent national-scale trends of microbial and animal biodiversity revealed across 
diverse temperate soil ecosystems. Nature Communications 10, no. 1 (2019). 

• Knowles, S.C.S., Eccles, R.M., Baltrunaite, L. Species identity dominates over environment in 
shaping the microbiota of small mammals.  Ecology Letters (2019). 

https://www.nature.com/articles/s41598-019-44974-x
https://www.nature.com/articles/s41598-019-44974-x
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007603
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007603
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0218115
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0218115
https://www.sciencedirect.com/science/article/pii/S1567134818309493
https://www.sciencedirect.com/science/article/pii/S1567134818309493
https://www.sciencedirect.com/science/article/pii/S1567134818309493
https://acmi.microbiologyresearch.org/content/journal/acmi/10.1099/acmi.ac2019.po0057
https://acmi.microbiologyresearch.org/content/journal/acmi/10.1099/acmi.ac2019.po0057
https://www.biorxiv.org/content/10.1101/622225v1
https://www.biorxiv.org/content/10.1101/622225v1
https://onlinelibrary.wiley.com/doi/full/10.1111/ele.13240
https://onlinelibrary.wiley.com/doi/full/10.1111/ele.13240
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007283
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007283
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007262
https://journals.plos.org/plosntds/article?id=10.1371/journal.pntd.0007262
https://www.nature.com/articles/s41467-019-09031-1
https://www.nature.com/articles/s41467-019-09031-1
https://onlinelibrary.wiley.com/doi/full/10.1111/ele.13240
https://onlinelibrary.wiley.com/doi/full/10.1111/ele.13240
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• Siozios, S., Pilgrim, J., Darby, A.C., Baylis, M., Hurst, G.D.D. The draft genome of strain cCpun 
from biting midges confirms insect Cardinium are not a monophyletic group and reveals a 
novel gene family expansion in a symbiont.  PeerJ 7 (2019). 

• Wilson, I.W., Weedall, G.D., Lorenzi, H., Howcroft, T., Hon, C-C., Deloger, M., Guillén, N., 
Paterson, S., Clark, C.G., Hall, N. Genetic diversity and gene family expansions in members of 
the genus Entamoeba. Genome Biology and Evolution (2019). 

• O'Brien, S., Kummerli, R., Paterson, S., Winstanely, C., Brockhurst, M.A. Transposable 
temperate phages promote the evolution of divergent social strategies in Pseudomonas 
aeruginosa populations. bioRxiv (2019).  

• Husnik, F., Hypsa, V., Darby, A.C. Insect-symbiont gene expression in the midgut bacteriocytes 
of a blood-sucking parasite. bioRxiv (2019). 

• Chaisiri, K., A. Gill, C., Stekolnikov, A.A., Hinjoy, S., McGarry, J.W., Darby, A.C., Morand, S., 
Makepeace, B. Ecological and microbiological diversity of chigger mites, including vectors of 
scrub typhus, on small mammals across stratified habitats in Thailand. bioRxiv (2019). 

• Foulkes, A.C., Watson, D.S., Carr, D.F., Kenny, J.G., Slidel, T., Parslew, R., Pirmohamed, M., et 
al. A Framework for Multi-Omic Prediction of Treatment Response to Biologic Therapy for 
Psoriasis. Journal of Investigative Dermatology (2019) 

• Copple, I.M., den Hollander, W., Callegaro, G., Mutter, F.E., Maggs, J.L., Schofield, A.L., 
Rainbow, L., Fang, Y., et al. Characterisation of the NRF2 transcriptional network and its 
response to chemical insult in primary human hepatocytes: implications for prediction of 
drug-induced liver injury. Archives of Toxicology (2019). 

 

The Centre for Genomics Research has generated data and/or analysis for the following publications: 

• Parker, M.T., Knop. K., Sherwood, A.V., Schurch, N.J., Mackinnon, K., Gould, P.D., Hall, A.J.W., 
Garton, G.J., Simpson, G.G. Nanopore direct RNA sequencing maps the complexity of 
Arabidopsis mRNA processing and m6A modification. eLIFE (2019). 

• Richards, P., Leeming, G., Fothergill, J., Bernardeau, M., Wigley, P. Topical Application of Adult 
Caecal Contents to Eggs Transplants Spore-Forming Microbiota but Not Other Members of 
the Microbiota to Chicks. Applied & Environmental Microbiology (2019). 

• van Sluis, M., Gailin, M.O., McCarter, J.G.W., Hangan, H., Grob, A., McStay, B. Human NORs, 
comprising rDNA arrays and functionally conserved distal elements, are located within 
dynamic chromosomal regions.  CSHLP (2019). 

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6387759/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6387759/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6387759/
https://academic.oup.com/gbe/advance-article/doi/10.1093/gbe/evz009/5298318
https://academic.oup.com/gbe/advance-article/doi/10.1093/gbe/evz009/5298318
https://www.biorxiv.org/content/10.1101/593798v1
https://www.biorxiv.org/content/10.1101/593798v1
https://www.biorxiv.org/content/10.1101/593798v1
https://www.biorxiv.org/content/10.1101/572495v1
https://www.biorxiv.org/content/10.1101/572495v1
https://www.biorxiv.org/content/10.1101/523845v1
https://www.biorxiv.org/content/10.1101/523845v1
https://www.sciencedirect.com/science/article/pii/S0022202X18323558
https://www.sciencedirect.com/science/article/pii/S0022202X18323558
https://link.springer.com/article/10.1007%2Fs00204-018-2354-1
https://link.springer.com/article/10.1007%2Fs00204-018-2354-1
https://link.springer.com/article/10.1007%2Fs00204-018-2354-1
https://elifesciences.org/articles/49658
https://elifesciences.org/articles/49658
https://www.ncbi.nlm.nih.gov/pubmed/31862722
https://www.ncbi.nlm.nih.gov/pubmed/31862722
https://www.ncbi.nlm.nih.gov/pubmed/31862722
http://genesdev.cshlp.org/content/early/2019/11/11/gad.331892.119.full.pdf
http://genesdev.cshlp.org/content/early/2019/11/11/gad.331892.119.full.pdf
http://genesdev.cshlp.org/content/early/2019/11/11/gad.331892.119.full.pdf
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• Sven, L., Callbeck, C.M., Eland, L.E., Wipat, A., Enning, D., Head, I.M., Hubert, 
C.R.J. Comparison of sulfide oxidizing Sulfurimonas strains reveals a new mode of thiosulfate 
formation in subsurface environments. Environmental Microbiology (2019). 

• Ferrari, R.C., Bittencourt, P.P., Rodrigues, M.A., Moreno-Villena, J.J., Alves, F.R.R., Gastaldi, 
V.D., Boxall, S.F., Dever, L.V., Demarco, D., Andrade, S.C.S., Edwards, E.J., Hartwell, J., Freschi, 
L. C4 and crassulacean acid metabolism within a single leaf: deciphering key components 
behind a rare photosynthetic adaptation. New Phytologist (2019). 

• Ndhlovu, V., Kiran, A., Sloan, D., Mandala, W., Kontogianni, K., Kamdolozi, M., Caws, M., 
Davies, G.  Genetic diversity of Mycobacterium tuberculosis clincial isolates in Blantyre, 
Malawi. Science Direct (2019). 

• Mugenzi, L.M.J., Menze, B.D., Tchouskui, M., Wondji, M.J., Irving, H., Tchoupo, M., Hearn, J., 
Weedall, G.D.,Riverson, J.M., Wondji, C.S. Cis-regulatory CYP6P9b P450 variants associated 
with loss of insecticide-treated bed net efficacy against Anopheles funestus. Nature 
Communications (2019). 

• Abdulwahed Faha, A., Low, R., Hall, N., Jardim, R., Davila, A., Gerhold, R., Shinto, J., et 
al. Multilocus analysis resolves the European Finch epidemic strain of Trichomonas 
gallinae and suggests introgression from divergent trichomonads. Genome Biology 
Evolution (2019). 

• Carballo, J., Santos, B.A.C.M., Zappacosta, D., Garbus, I., Selva, J.P., Gallo, C.A., Diaz, A., 
Albertini, E., Caccamo, M., Echenique, V.  A high-quality genome of Eragrostis curvula grass 
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